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A b s t r a c t

Introduction: Glioma is the most common primary brain tumour in adults. Numerous studies have shown that neu-
regulins (NRGs) may be involved in the formation of glioma. Although NRG1 has been extensively studied in glioma, 
the functions of NRG2 in glioma development remain elusive. 
Material and methods: In the present study, we investigated the expression of NRG2 in different grades of human 
glioma samples, and analysed the functional effects of NRG2 in glioma cells mainly using wound healing assay and 
transmigration assay. 
Results: We found that NRG2 was differentially expressed in different grades of human glioma/glioblastoma tissues. 
The data from wound healing assays demonstrated that NRG2 can differentially promote the migration of SHG44 
human glioma, and U251 and U-87 MG human glioblastoma cells at different time points. The results of cell trans-
migration assays showed that, compared with the vehicle control, the number of cells that migrated to the underside 
of the insert was increased significantly for all the 3 cell lines treated with 5 nM of NRG2 for 12 hours. 
Conclusions: In conclusion, our results demonstrated that NRG2 is expressed in gliomas to varying extents, and it 
may play roles in the migration of glioma cells in vitro. These data suggest that treatment targeting NRG2 signalling 
may partly reverse the migration-based metastasis of glioma cells. 
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Introduction

Malignant gliomas are the most common prima-
ry malignant tumour type in the nervous system. 
They account for ~70% of human primary malignant 
brain tumours with a poor survival prediction [27]. 
Gliomas are histologically derived from abnormal 
proliferative glial cells [23]. Despite the application 
of combined glioma management consisting of sur-

gical resection, radiotherapy, and chemotherapy [5],  
the overall survival rate remains limited due to 
potential recurrence [27]. Migration-based invasion 
and metastasis constitute the most devastating dif-
ficulties in the treatment of glioma. Therefore, it is 
imperative to identify the pathogenesis and regula-
tion mechanism, including the role of cytokines, in 
the development and progression of gliomas. 
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Cytokines have been reported to play pivotal 
roles in tumour biology [17,18,26]. Among these 
cytokines, neuregulins (NRGs) have been reported to 
be associated with the malignancy of a wide spec-
trum of tumours. Neuregulins belong to the epider-
mal growth factor (EGF) superfamily and they are 
a class of polypeptide-like nerve growth factors that 
regulate cell growth and differentiation. NRG family 
proteins all contain similar domains, including the 
immunoglobulin-like loop structures, the EGF-like 
domain, the transmembrane domain, and the intra-
cellular domain of varying lengths. Four main sub-
types of neuregulin, including NRG1, NRG2, NRG3, 
and NRG4, have been identified. Among them, 
NRG1, also known as differentiation factor (Neu 
differentiation factor – NDF), heregulin (HRG), glial 
growth factor (GGF), acetylcholine receptor-inducing 
activity (ARIA), and sensory and motor neuron-de-
rived factor (SMDF) are the major members of the 
NRG family [14]. 

NRGs can bind and activate the members of the 
ErbB tyrosine kinase receptor family, which is com-
posed of ErbB1-ErbB4. The activation of ErbB recep-
tors can initiate a variety of downstream signalling 
transduction pathways responsible for cellular pro-
liferation and differentiation, apoptosis, migration, 
and adhesion [1,29]. Ritch et al. [22] demonstrated 
that glioma cell survival is enhanced via either an 
autocrine or a  paracrine NRG1/ErbB receptor sig-
nalling pathway. We previously demonstrated that 
NRG1 is highly expressed in low- to middle-grade 
gliomas, in which it can regulate the expression of 
L1 cell adhesion molecule and close homologue of 
L1 (CHL1) [11,31] for the migration and metastasis 
of glioma cells. However, the role of NRG2 in glioma 
malignancy is still poorly understood. 

Neuregulin 2 has been identified as the second 
member of the neuregulin family, and it is struc-
turally similar to NRG1 [15,16,28]. Although both 
NRG1 and NRG2 are strongly expressed in the early 
development of the brain, especially in the germi-
nal layer, they are expressed in different cell popu-
lations, showing differential subcellular distribution 
[3,12]. This unique temporal and spatial expression 
pattern of NRG2 suggests that it may function dif-
ferentially both physiologically and pathologically. 
Astrocyte-derived NRG2 can bind to neuronal ErbB3 
receptor, thus promoting neuronal survival and axon 
extension in vitro [15]. Our study is intended to 
investigate the role of NRG2 in the migration of glio-

ma cells by using wound healing assay and transmi-
gration assay, which may facilitate our understand-
ing of its roles in glioma malignancy.

Material and methods
Cells and cell culture

The human glioblastoma U-87 MG cell line (cat. 
no. CL-0238) and the human glioma U251 cell line 
(cat. no. CL-0237) were provided by Procell Life 
Science and Technology Co., Ltd. The human glio-
ma cell line SHG44 (cat. no. SHG44) was obtained 
from Guangzhou Jennio Bioech Co., Ltd. All cell lines 
were authenticated using short tandem repeat anal-
ysis. Human SHG44 and U251 glioma cells were 
maintained in Dulbecco’s Modified Eagle’s medi-
um (HyClone; Thermo Fisher Scientific, Inc.) sup-
plemented with 50 U/ml penicillin/streptomycin 
mixture (Beijing Solarbio Science and Technology 
Co., Ltd.) and 10% foetal bovine serum (Hangzhou 
Sijiqing Biological Engineering Materials Co., Ltd.), 
and human U-87 MG glioblastoma cells maintained 
in RPMI 1640 medium (HyClone; Thermo Fisher Sci-
entific, Inc.) containing 10% foetal bovine serum and 
50 U/ml penicillin/streptomycin mixture. The cells 
were routinely cultured in 75 cm2 cell culture plates 
(Corning Inc.) at 37˚C in a humidified incubator with 
5% CO2. 

Immunohistochemical staining

Immunohistochemical staining of paraffinized 
sections was performed as previously described [11].  
Human glioma tissue microarray sections (5 μm 
thick; cat. no. DS-Bra01027, Avila Biotech, Xi’an, 
Shaanxi, China) were deparaffinized and rehydrated 
through a graded ethanol series from 100% to 70%. 
Antigen retrieval was performed using 10 mM citrate 
buffer (pH 6.0) at 99˚C for 1 h, and endogenous per-
oxidase was cleared by incubation in 3% H2O2 at 
room temperature for 10 min. The sections were 
then blocked with 10% normal goat serum in PBS 
at room temperature for 10 min, and the samples 
were incubated at 4˚C overnight with a mouse-anti- 
human NRG2 antibody (1 : 50; cat. no. SC-398594, 
Santa Cruz Biotech, Santa Cruz, CA, USA). The anti-
gen-antibody complexes were visualized using the 
avidin-biotin-peroxidase complex method using an 
AEC kit (cat. no. ZLI-9036, Beijing Zhongshan Jinqiao 
Biotechnology Co., Ltd.). The NRG2 staining intensity 
level on each tissue point was evaluated as the aver-



191Folia Neuropathologica 2021; 59/2

Neuregulin 2 (NRG2) is expressed in gliomas and promotes migration of human glioma cells

age grey value ranging from 0 to 255 using Image-
Tool (IT) software (version 3.0; Department of Dental 
Diagnostic Science at the University of Texas Health 
Science Center [UTHSCSA]; original magnification, 
400×], which was used to indicate the protein level 
of NRG2 in the cancer adjacent normal (CAN) tissue 
and glioma tissues graded from I to IV. 

Wound healing assay

SHG44 and U251 human glioma and U-87 MG 
human glioblastoma cells were routinely cultured 
until the cell density was close to 90%. Cells were 
then treated with 0.25% trypsin-EDTA for digestion. 
Digested cells in the serum-containing medium 
were centrifuged at 900 rpm for 3 min. The medi-
um was then discarded, and cells were resuspend-
ed in a fresh serum-containing medium. Cells were 
seeded onto the 96-well plate at a  density of 5 × 
104 cells per well. After routine culture overnight, 
fully seeded cells were scratched using a  sterile 
10 μl micropipette tip to create a wound ±500 μm 
across the monolayer. The culture medium was 
subsequently replaced with 100 μl of serum-free 
medium containing recombinant NRG2β (rNRG2β; 
cat. no. NRG2-363H Human, Creative BioMart, 
Shirley, NY, USA) dosed at 0, 2, 5, and 10 nM. The 
migration rate varied with the tumour malignancy. 
For U-87 MG cells, wound healing was observed at  
0, 6, 12, and 24 h time points. For U251 cells, wound 
healing was observed at 0, 12, and 24 h time points, 
and for SHG44 cells at 0, 24, and 48 h time points. 
The migration rate was evaluated using the formu-
la healing rate = (initial scratch area – final scratch 
area)/initial scratch area × 100%.

Transwell cell migration assay

Since NRG1 has been reported to potentiate the 
migration of neuronal cells in our previous report 
[31], we hypothesized that NRG2 may also promote 
glioma cell migration. We then tested the poten-
tial of NRG2 for inducing glioma/glioblastoma cell 
migration using the transwell cell migration assay. 
For the transwell migration assay, all the 3 cell lines 
were pretreated individually with either vehicle con-
trol or rNRG2β (5 nM) in serum-free culture medium 
for 12 h. Then, the culture medium was aspirated, 
and the cells were resuspended in DMEM and seed-
ed onto the upper chamber (1 × 105/well) of each 
transwell insert consisting of a filter (Becton Dick-

inson Labware, Franklin Lakes, NJ, USA) with 8 μm 
pores. The underside of the membrane was pretreat-
ed with 100 μg/ml of fibronectin. The lower cham-
ber was loaded with 500 µl of either DMEM or RMPI 
1640. Eighteen hours after plating, the cells that 
had failed to move to the underside of the transwell 
membrane were removed using a  cotton-tipped 
applicator. The retained cells were rinsed 3 times 
with PBS and fixed in 4% paraformaldehyde solution 
in PBS. The migrated cells were stained with 0.1% 
crystal violet in acetic acid for morphological obser-
vation [31]. Stained cells were photographed using 
a widefield microscope (IX51, Olympus Corporation, 
Tokyo, Japan) at 100× magnification under a bright 
field. The number of cells in each field was counted 
using Image Tool software. 

Statistical analysis

In vitro experiments were repeated at least 3 times 
using independent culture preparations. All numeri-
cal data are presented as the group mean ± standard 
error of the mean (SEM). Statistical analyses were per-
formed using GraphPad prism 9.0 software and plot-
ted with GraphPad prism 9.0 software. The comparison 
between the CAN and each glioma/glioblastoma tissue 
group in NRG2 staining intensity, and the comparison 
between the vehicle control and treatment groups 
in transmigration assay was performed by indepen-
dent Student’s t-test. The comparison among multi-
ple groups in wound healing assay was performed by 
one-way analysis of variance (One-Way ANOVA) and 
Tukey’s test. P values < 0.05 were considered statisti-
cally significant.

Results

Immunohistochemical staining of NRG2 
in the glioma tissue microarray

Human tissues from a commercial glioma tissue 
microarray were subjected to immunohistochemical 
staining of NRG2. Representative staining from the 
CAN tissue and tissues of different grades is shown 
in Fig. 1. NRG2 was weakly stained in the CAN tis-
sue, where it was mainly localized in morphological-
ly microglia-like cells. In contrast, enhanced NRG2 
staining signals were detected in more cells in glio-
ma/glioblastoma tissue samples graded from I to IV 
(Fig. 1). As was indexed by the average grey value, 
the staining intensities of NRG2 in I-II and III-grade 
glioma tissue samples were both significantly higher 
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than that in CAN tissues (p < 0.01 for grade I-II and 
p < 0.05 for grade III) (Fig. 1). No significance was 
found for the staining intensity in grade IV glioma 
tissue samples when compared to CAN tissue sam-
ples, although the average staining intensity was 
higher than that in CAN tissues (p = 0.11) (Fig. 1). 

The wound healing effect of NRG2  
in scratched glioma/glioblastoma cells 

At the time point of 6 h, NRG2 showed no sig-
nificant effect on the migration of U-87 MG cells at 
each dose. At 12 h, NRG2 can slightly but significant-
ly enhance the migration of cells at both 5 nM and 
10 nM (p < 0.01 and p < 0.05 vs. control for 5 nM 
and 10 nM, respectively). However, migrated cells 
covered the scratched area in each group at 24 h, 

suggesting the pronounced wound healing ability of 
U-87 MG cells as one of the most malignant glioblas-
toma cell lines (Fig. 2A). 

We then tested the effect of NRG2 on the wound 
healing ability of U251 cells, a glioma cell line with 
less malignancy. Our results demonstrated that 
NRG2 significantly promoted the migration of cells 
at doses of 2 nM and 5 nM at the time point of 12 h  
(p < 0.05 and p < 0.01 vs. control for 2 nM and 5 nM,  
respectively). At the time point of 24 h, all doses 
of NRG2 significantly enhanced the migration of 
scratched cells, with the most pronounced effect 
observed in the 2 nM group (p < 0.01 vs. control for 
all groups at 24 h) (Fig. 2B). 

Finally, we tested the effect of NRG2 on the 
wound healing ability of SHG44 cells, the least 

Fig. 1. Immunohistochemical staining of NRG2 in cancer adjacent normal tissues and glioma/glioblastoma 
tissues graded from I to IV. Independent Student’s t-test was used to detect statistical differences between 
each grade of glioma tissue group and the cancer adjacent tissue (CAN) group. Data are expressed as mean 
± SEM. *p < 0.05 and **p < 0.01, vs. the CAN tissue group.
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Fig. 2. Scratch wound healing assay to evaluate time- and dose-dependent regulation of cell migration in 
response to NRG2 in glioma/glioblastoma cells. U-87 MG (A), U251 (B) and SHG44 (C) cells were treated with 
human recombinant NRG2β (rNRG2β) at concentrations of 0, 2, 5, and 10 nM, respectively. Wound scratch was 
induced by using a 10 μl micropipette tip, and the scratch was photographed at the designated time points. The 
experiment was performed from three independent sample experiments. One-way ANOVA was used to detect 
statistical differences between control group and each NRG2-treated group. Data are expressed as mean ± SEM. 
*p < 0.05 and **p < 0.01, vs. control. Scale bars, 250 μm; original magnification, 100×.
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malignant among all the 3 cell lines. The scratched 
SHG44 cells showed no apparent migration until  
24 h, at which point pronounced wound closure was 
found in cells treated with NRG2 at 5 and 10 nM  

(p < 0.01 vs. control for both groups). A similar migra-
tion promotion effect was found in cells treated with 
5 and 10 nM at the time point of 48 h (p < 0.01 vs. 
control for both groups) (Fig. 2C).
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Fig. 3. The effect of NRG2 on the migration of glioma/glioblastoma cells by cell transmigration assay. Cells 
transmigrated to the underside of the membrane were fixed using 4% paraformaldehyde and stained with 
0.1% crystal violet overnight. Pretreatment of NRG2 significantly increased the transmigration ability of 
U-87 MG (A), U251 (B), and SHG44 (C) cells, as was indicated by the number of crystal violet stained cells 
attached to the underside of the membrane. The experiment was performed from 3 independent sample 
experiments. Independent Student’s t-test was used to detect statistical differences between control group 
and the NRG2-treated group. Data are expressed as mean ± SEM. *p < 0.05 and **p < 0.01, vs. control. Scale 
bars, 200 μm; original magnification, 100×.
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Cell transmigration assay of NRG2

Based on the results of the scratch wound heal-
ing assay test, we used cell transmigration assay to 
further verify the effect of NRG2 on the migration 
of glioma/glioblastoma cells. All the 3 cell lines were 
pretreated with 5 nM of rNRG2β for 12 h before the 
transmigration assay was performed. Our results 
demonstrated that at the time point of 18 h, the num-
ber of transmigrated NRG2-treated glioma/glioblas-
toma cells stained by crystal violet was significantly 
increased in comparison to that without treatment 
(p < 0.01 vs. control for U-87 MG cell, and p < 0.05 vs. 
control for both U251 and SHG44 cells) (Fig. 3). 

Discussion

The invasion and migration of tumour cells is 
the fundamental reason for the difficulty in radio-
logical treatment and surgical resection glioma/glio-
blastoma [19]. According to the histopathological 
origin, glioma can be subdivided into astrocytoma, 
astroblastoma, and oligodendroglioma and glioblas-
toma, etc., among which glioblastoma is the most 
malignant type (grade IV, World Health Organization 
[WHO]), and its incidence increases with age [13]. 
Although great improvements have been achieved, 
the treatment of malignant glioma remains a chal-
lenge. To elucidate the regulation mechanism of the 
occurrence and development of glioma has become 
one of the research hotspots of glioma management. 
In the present study, we investigated the expression 
of NRG2, one member of the NRG family, in human 
glioma/glioblastoma samples, as well as its role in 
regulating the migration of glioma cells, which may 
provide therapeutic clues for further study of glioma 
treatment and therapeutic drug screening.

Neuregulins (NRGs) act as important signalling 
proteins that mediate cell-cell interactions in the ner-
vous system, heart, breast, and other organ systems 
[6]. The “Forward” signalling from NRG-producing 
cells to NRG-responsive cells involves the binding of 
NRG to the extracellular domain of the receptor tyro-
sine kinase ErbB3 or ErbB4, thus resulting in either 
homodimerized or heterodimerized ErbB receptor 
formation [6]. NRG-ErbB receptor-based intercellular 
signalling is a  fundamental feature of multicellular 
organisms, and it plays an important role in devel-
opmental diversification and mediation of different 
cellular homeostasis [8]. NRG1 is the most investi-
gated form among all the NRG members. NRG1 (also 

known as modulator, NDF, GGF, and ARIA) is a family 
of membrane-bound or secreted proteins produced 
by neurons and mesenchymal cells that have multi-
ple effects on a variety of cell types [10]. 

Ritch et al. found that autocrine or paracrine 
NRG1/ErbB receptor signalling can enhance the sur-
vival of glioma cells, which is dependent on the acti-
vation of ErbB2 receptor and phosphatidylinositol-3 
kinase (PI3K) [22]. ErbB receptor activation by NRG1 
enhances cell motility, which involves the activa-
tion of focal adhesion kinase, suggesting that NRG1 
plays an important modulatory role in glioma cell 
invasion [21]. Recent research demonstrated that 
miR-125a-3p can perform an inhibiting role in glio-
ma development by directly targeting the expression 
of NRG1, further supporting NRG1 as a potential tar-
get for the diagnosis and treatment of malignant 
glioma [30]. NRG1 can regulate L1 expression as 
an upstream early signalling molecule and promote 
cell migration, suggesting that blocking the NRG1 
signalling pathway may reduce L1 expression in 
glioblastoma and inhibit tumour invasion and recur-
rence [31,32]. Unlike previous reports showing that 
the highest expression of both NRG1 isoforms were 
found in grade III and IV glioma/glioblastoma tissues 
[31], we observed the highest expression of NRG2 in 
lower grade glioma tissues. These observations sug-
gest that NRG2 may function differentially in glioma 
development and progression.

The role of NRG2 in tumour cell migration has 
rarely been depicted. Intraventricular infusion 
of NRG2 can increase the number of Sox2 and 
GFAP-positive precursors in the subventricular 
zone (SVZ) in the adult mouse brain, leading to an 
increase in the number of newly generated migrat-
ing neuroblasts in the olfactory bulb [7]. Buonan-
no and Fischbach [2] compared the structure and 
expression pattern of NRG2 to the NRG1 protein 
and found that NRG2 triggers a  different receptor 
phosphorylation activation mode by specifically 
activating homodimerized ErbB4 receptors [4,25]. 
In addition, direct binding of NRG2β to ErbB3 and 
ErbB4 can transactivate ErbB2 and lead to the acti-
vation of PI3K signalling pathway [15,24]. Although 
NRG2α is derived from the splicing isoform of the 
same gene also encoding NRG2β, it cannot function 
as an efficient ErbB4 agonist [9]. Based on these 
data, rNRG2β was used for the migration evaluation 
of glioma cells. The results of scratch wound healing 
assay showed that NRG2 can differentially promote 
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the migration of U-87 MG, U251, and SHG44 cells. 
The migration-promoting effect of NRG2 is more 
pronounced in U251 and SHG44 cells than in U-87 
MG cells. We hypothesize that glioblastoma-derived 
U-87 MG cells can express and secret more NRG2 for 
migration in both autocrine and paracrine manners. 
This may partly counteract the effect of exogenous 
NRG2. Cell kinase-mediated signalling pathways, 
including PI3K/Akt/mTOR and Ras/MEK/MAPK path-
ways, can enable the growth, motility, and invasion 
of glioma cells [20]. Thus, targeting NRG2 may serve 
as a therapeutic means against glioma. 

Conclusions

In summary, our results demonstrated that NRG2 
can affect the migration of glioma/glioblastoma cells 
and significantly increase the rate of cell migration 
of gliomas. These results indicate that NRG2, like 
NRG1, can function by promoting the migration of 
glioma of different grades. In summary, this study 
lays a theoretical foundation and provides a useful 
reference value for the management of glioma by 
targeting NRG2.

Acknowledgements

This work was supported by the National Nat-
ural Science Foundation of China (81471279 
and 81171138 to WZ). Research start-up fund of 
Jiangnan University (1285081903200020 to WZ). 
Research start-up fund of Wuxi School of Medicine, 
Jiangnan University (1286010242190060 to WZ).

Disclosure

The authors report no conflict of interest.

References

1.	 Amin DN, Tuck D, Stern DF. Neuregulin-regulated gene expres-
sion in mammary carcinoma cells. Exp Cell Res 2005; 309: 
12-23.

2.	 Buonanno A, Fischbach GD. Neuregulin and ErbB receptor sig-
naling pathways in the nervous system. Curr Opin Neurobiol 
2001; 11: 287-296.

3.	 Corfas G, Rosen KM, Aratake H, Krauss R, Fischbach GD. Dif-
ferential expression of ARIA isoforms in the rat brain. Neuron 
1995; 14: 103-115.

4.	 Crovello CS, Lai C, Cantley LC, Carraway KL 3rd. Differential 
signaling by the epidermal growth factor-like growth factors 
neuregulin-1 and neuregulin-2. J Biol Chem 1998; 273: 26954-
26961.

5.	 Davis ME. Glioblastoma: overview of disease and treatment. 
Clin J Oncol Nurs 2016; 20: S2-8.

6.	 Falls DL. Neuregulins: functions, forms, and signaling strate-
gies. Exp Cell Res 2003; 284: 14-30.

7.	 Ghashghaei HT, Weber J, Pevny L, Schmid R, Schwab MH, Lloyd 
KC, Eisenstat DD, Lai C, Anton ES. The role of neuregulin-ErbB4 
interactions on the proliferation and organization of cells in 
the subventricular zone. Proc Natl Acad Sci U S A 2006; 103: 
1930-1935.

8.	 Harari D, Tzahar E, Romano J, Shelly M, Pierce JH, Andrews GC, 
Yarden Y. Neuregulin-4: a novel growth factor that acts through 
the ErbB-4 receptor tyrosine kinase. Oncogene 1999; 18: 2681-
2689.

9.	 Hobbs SS, Cameron EM, Hammer RP, Le AT, Gallo RM, Blommel EN,  
Riese DJ. Five carboxyl-terminal residues of neuregulin2 are 
critical for stimulation of signaling by the ErbB4 receptor tyro-
sine kinase. Oncogene 2004; 23: 883-893.

10.	 Lemke G. Neuregulins in development. Mol Cell Neurosci 1996; 
7: 247-262.

11.	 Lin WW, Ou GY, Lin JZ, Yi SJ, Yao WC, Pan HC, Zhao WJ. Neureg-
ulin 1 enhances cell adhesion molecule L1 like expression levels 
and promotes malignancy in human glioma. Oncol Lett 2020; 
20: 326-336.

12.	 Longart M, Liu Y, Karavanova I, Buonanno A. Neuregulin-2 is 
developmentally regulated and targeted to dendrites of central 
neurons. J Comp Neurol 2004; 472: 156-172.

13.	 Louis DN, Ohgaki H, Wiestler OD, Cavenee WK, Burger PC, 
Jouvet A, Scheithauer BW, Kleihues P. The 2007 WHO classifi-
cation of tumours of the central nervous system. Acta Neuro-
pathol 2007; 114: 97-109.

14.	 Marshall C, Blackburn E, Clark M, Humphreys S, Gullick WJ. 
Neuregulins 1-4 are expressed in the cytoplasm or nuclei of 
ductal carcinoma (in situ) of the human breast. Breast Cancer 
Res Treat 2006; 96: 163-168.

15.	 Nakano N, Higashiyama S, Ohmoto H, Ishiguro H, Taniguchi N, 
Wada Y. The N-terminal region of NTAK/neuregulin-2 isoforms 
has an inhibitory activity on angiogenesis. J Biol Chem 2004; 
279: 11465-11470.

16.	 Nakano N, Kanekiyo K, Nakagawa T, Asahi M, Ide C. NTAK/neu-
regulin-2 secreted by astrocytes promotes survival and neur-
ite outgrowth of neurons via ErbB3. Neurosci Lett 2016; 622: 
88-94.

17.	 Nilsson P, Gedda L, Sjostrom A, Carlsson J. Effects of dextrana-
tion on the uptake of peptides in micrometastases: studies on 
binding of EGF in tumor spheroids. Tumour Biol 2001; 22: 229-
238.

18.	 O-Charoenrat P, Rhys-Evans P, Court WJ, Box GM, Eccles SA. Dif-
ferential modulation of proliferation, matrix metalloproteinase 
expression and invasion of human head and neck squamous 
carcinoma cells by c-ErbB ligands. Clin Exp Metastasis 1999; 
17: 631-639.

19.	 Pan H, Xue WK, Zhao WJ, Schachner M. Expression and func-
tion of chondroitin 4-sulfate and chondroitin 6-sulfate in 
human glioma. FASEB J 2020; 34: 2853-2868.

20.	Pucko E, Ostrowski R. Targeting protein kinases for anti-glioma 
treatment. Folia Neuropathol 2020; 58: 287-298.



197Folia Neuropathologica 2021; 59/2

Neuregulin 2 (NRG2) is expressed in gliomas and promotes migration of human glioma cells

21.	 Ritch PA, Carroll SL, Sontheimer H. Neuregulin-1 enhances 
motility and migration of human astrocytic glioma cells. J Biol 
Chem 2003; 278: 20971-20978.

22.	 Ritch PS, Carroll SL, Sontheimer H. Neuregulin-1 enhances sur-
vival of human astrocytic glioma cells. Glia 2005; 51: 217-228.

23.	 Sathornsumetee S, Reardon DA, Desjardins A, Quinn JA, Vre-
denburgh JJ, Rich JN. Molecularly targeted therapy for malig-
nant glioma. Cancer 2007; 110: 13-24.

24.	 Stern DF. ERBB3/HER3 and ERBB2/HER2 duet in mammary 
development and breast cancer. J Mammary Gland Biol Neopla-
sia 2008; 13: 215-223. 

25.	 Sweeney C, Lai C, Riese DJ 2nd, Diamonti AJ, Cantley LC, Car-
raway KL 3rd. Ligand discrimination in signaling through an 
ErbB4 receptor homodimer. J Biol Chem 2000; 275: 19803-
19807.

26.	Thuringer D, Hammann A, Benikhlef N, Fourmaux E, Bouchot A, 
Wettstein G, Solary E, Garrido C. Transactivation of the epider-
mal growth factor receptor by heat shock protein 90 via Toll-
like receptor 4 contributes to the migration of glioblastoma 
cells. J Biol Chem 2011; 286: 3418-3428.

27.	 Wen PY, Kesari S. Malignant gliomas in adults. N Engl J Med 
2008; 359: 492-507.

28.	 Yamada K, Ichino N, Nishii K, Sawada H, Higashiyama S, Ishig-
uro H, Nagatsu T. Characterization of the human NTAK gene 
structure and distribution of the isoforms for rat NTAK mRNA. 
Gene 2000; 255: 15-24.

29.	Yarden Y, Sliwkowski MX. Untangling the ErbB signalling net-
work. Nat Rev Mol Cell Biol 2001; 2: 127-137.

30.	Yin F, Zhang JN, Wang SW, Zhou CH, Zhao MM, Fan WH, Fan M, 
Liu S. MiR-125a-3p regulates glioma apoptosis and invasion by 
regulating Nrg1. PLoS One 2015; 10: e0116759.

31.	 Zhao WJ, Schachner M. Neuregulin 1 enhances cell adhesion 
molecule L1 expression in human glioma cells and promotes 
their migration as a function of malignancy. J Neuropathol Exp 
Neurol 2013; 72: 244-255.

32.	 Zhao WJ. Neuregulin 1 (Nrg1) regulates cell adhesion molecule 
L1 expression in U87 MG glioblastoma cells and contributes to 
cell migration. Basic Clin Med 2013; 33: 829-833.


